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Explanation”. In Proceedings of the Tenth ACM Conference on Data and Application Security 
and Privacy, pp. 171-173, 2020. 
27. Neng Huang, Fan Nie, Peng Ni, Feng Luo, Jianxin Wang. “An attention-based neural 
network basecaller for Oxford Nanopore sequencing data”. 2019 IEEE International Conference 
on Bioinformatics and Biomedicine (IEEE BIBM 2019), pp 390-394, San Diego, USA 2019, 
(Acceptance rate 18.42%). 
26. Yunpei Xu, Hongdong Li, Yi Pan, Feng Luo and Jianxin Wang, “BioRank: A similarity 
assessment method for single cell clustering”. IEEE International Conference on Bioinformatics 
and Biomedicine (BIBM), pp 157-162, Madrid, Spain, December 2018. (Acceptance rate 
19.6%). 
25. Xiang Zhang*, Nishant Vishwamitra, Hongxin Hu, Feng Luo#, “CrescendoNet: A Simple 
Deep Convolutional Neural Network with Ensemble Behavior”, in 17th International Conference 
on Machine Learning and Applications (ICMLA), 311-317, Orlando USA, December 2018. 
24. Pengfei Xuan*, Feng Luo#, Rong Ge, Pradip K Srimani. “Dynamic Management of In-
memory Storage for Efficiently Integrating Compute- and Data-intensive Computing on HPC 
Systems”. 17th IEEE/ACM International Symposium on Cluster, Cloud and Grid Computing 
(CCGrid), 549-558, Madrid Spain, May 2017, (Acceptance rate 23%).  
23. Li Yan, Haiying Shen, Juanjuan Zhao, Chengzhong Xu, Feng Luo, Chenxi Qiu, “CatCharger: 
Deploying Wireless Charging Lanes in a Metropolitan Road Network through Categorization 
and Clustering of Vehicle Traffic”. IEEE International Conference on Computer 
Communications (InfoCom), Atlanta USA, May 2017. (Acceptance rate 20.93%). 
22. Nishant Vishwamitra, Xiang Zhang*, Jonathan Tong, Hongxin Hu, Feng Luo, Robin 
Kowalski, and Joseph Mazer. “MCDefender: Toward Effective Cyberbullying Defense in 
Mobile Online Social Networks”. In Proceedings of the 3rd ACM on International Workshop on 
Security And Privacy Analytics (IWSPA '17), 37-42, New York USA, March, 2017. 



21. Yuehua Zhang*, Pengfei Xuan*, Yunsheng Wang*, Pradip K. Srimani, Feng Luo#. “A de 
novo Genome Assembler based on MapReduce and Bi-directed de Bruijn Graph”. IEEE 
International Conference on Bioinformatics and Biomedicine (BIBM), pp 65-71, Shenzhen 
China, December 2016, (Acceptance rate 19%).  
20. Xiang Zhang*, Jonathan Tong*, Nishant Vishwamitra, Elizabeth Whittake, Joseph P. Mazer, 
Robin Kowalski, Jamie Macbeth, Edward Dillon, Hongxin Hu, Feng Luo#. “Cyberbullying 
Detection with a Pronunciation Based Convolutional Neural Network”, in 15th International 
Conference on Machine Learning and Applications (ICMLA), pp740-745, Anaheim USA, 
December 2016. 
19. Feng Luo# and Pradip k. Srimani. “New Biology Inspired Anonymous Distributed 
Algorithms to compute Dominating and Total Dominating Sets in Network Graphs”, 18th 
Workshop on Advances in Parallel and Distributed Computational Models (APDCM), pp 517-
524, Chicago USA, May 2016. 
18. Pengfei Xuan*, Jeffrey Denton, Pradip K. Srimani, Rong Ge, and Feng Luo#. 2015. “Big data 
analytics on traditional HPC infrastructure using two-level storage”. In Proceedings of the 2015 
International Workshop on Data-Intensive Scalable Computing Systems (DISCS), Austin USA, 
November 2015. 
17. Heshan Sun, Feng Luo, Jake London, Xiong Jiao. “Fashionable Technology, Fashion Waves, 
and Post-Adoption Regret and Satisfaction”. Thirty Fifth International Conference on 
Information Systems (ICIS), Auckland New Zealand, December 2014. 
16. Sufeng Niu, Guangyu Yang*, Nilim Sarma, Pengfei Xuan, Melissa C. Smith, Pradip Srimani, 
Feng Luo#. “Combining Hadoop and GPU to Preprocess Large Affymetrix Microarray Data”. 
IEEE International conference on Big Data (IEEE BigData), pp.692-700, Washington DC USA, 
October 2014, (Acceptance rate 18.5%).  
15. Lu Zhang*, Yunsheng Wang*, Pengfei Xuan*, Alexander Duvall*, Jonathan Lowe*, Yanyan 
Wang*, Arvind Subramanian*, Pradip K Srimani, Feng Luo#, Yongping Duan. “Sesame: A new 
bioinformatics semantic workflow design system”. 2013 IEEE International Conference on 
Bioinformatics and Biomedicine (BIBM), 504-508, Shanghai China, December 2013. 
14. Aditya Sriram*, Feng Luo#. “O-linked Glycosylation Site Prediction Using Ensemble of 
Graphical Models”. 11th International Conference on Machine Learning and Applications 
(ICMLA), 563-568, Boca Raton USA, December 2012. 
13. Wei Shi, Feng Luo, Pradip Srimani. “A New Hierarchical Structure of Star Graphs and 
Applications”. Distributed Computing and Internet Technology, Lecture Notes in Computer 
Science, Volume 7154, 2012, pp 267-268, 2012. 
12. Bo Li*, Yuehua Zhang*, Pradip K. Srimani, Feng Luo#. “Predicting Yeast Synthetic Lethal 
Genetic Interactions using short polypeptide clusters”. IEEE International Conference on 
Bioinformatics and Biomedicine (BIBM), 185-190, Atlanta USA, November 2011, (Acceptance 
rate 19.73%).  
11. Xumeng Li*, Xiaoqian Sun, F. Alex Feltus, James Z. Wang, Feng Luo#. “A non-parameter 
Ising model for network-based identification of differentially expressed genes in recurrent breast 
cancer patients”. IEEE International Conference on Bioinformatics and Biomedicine (BIBM), 
214-217, Hong Kong China, December 2010. 



10. Bo Li*, Feng Luo#, James Z. Wang, F. Alex Feltus, Jizhong Zhou. “Effectively integrating 
information content and structural relationship to improve gene ontology based semantic 
similarity between proteins”. The 2010 International Conference on Bioinformatics & 
Computational Biology (BioComp), 166-172, Los Vegas USA, July 2010. 
9. Bo Li*, Feng Luo#. “Predicting yeast synthetic lethal genetic interactions using protein 
domains”. IEEE International Conference on Bioinformatics and Biomedicine (BIBM), 43-47, 
Washington DC USA, November 2009.  
8. Feng Luo#, Thomas Grindinger*, Xiu-Feng Wan, Richard H. Scheuermann. “Exploring 
core/periphery structures in protein interaction networks provides structure-property relation 
insights”. IEEE International Conference on Bioinformatics and Biomedicine (BIBM), 179-186, 
Philadelphia USA, November 2008, (Acceptance rate 24.36%). 
7. Roger L. Chang, Feng Luo, Stuart Johnson and Richard H. Scheuermann. “Deterministic 
Graph-Theoretic Algorithm for Detecting Modules in Biological Interaction Networks”. The 5th 
Annual Biotechnology and Bioinformatics Symposium (BIOT), 1-10, Arlington, Texas, October 
2008.  
6. Yunfeng Yang, Daniel P. Harris, Feng Luo, Liyou Wu, Andrea B. Parsons, Anthony V. 
Palumbo and Jizhong Zhou. “Physiological and Transcriptomic Analyses to Characterize the 
Function of Fur and Iron Response in Shewanella oneidensis”. The 2007 International 
Conference on Bioinformatics & Computational Biology (BioComp), 707-713, Las Vegas, USA, 
June 2007. 
5. Feng Luo#, James Z. Wang, Eric Promislow. “Exploring Local Community Structures in 
Large Networks”, IEEE/WIC/ACM International Conference on Web Intelligence (WI 2006), 
233-239, Hong Kong China, December 2006 (Acceptance rate: 17.91%). 
4. Feng Luo#, Richard Scheuermann. “Detecting Functional Modules from Protein Interaction 
Networks”. Symposium of Computations in Bioinformatics and Bioscience (SCBB), 123-130, 
Hangzhou China, June 2006.  
3. Feng Luo, Kun Tang and Latifur Khan. “Hierarchical Clustering of Gene Microarray 
Expression Data”. Proc. of Workshop on Clustering High Dimensional Data and its Applications 
(Conjunction with SDM), 1-10, San Francisco USA, May 2003. 
2. Feng Luo, Kun Tang and Latifur Khan.  “Hierarchical Clustering of Gene Expression Data”. 
Proc. of the 3rd IEEE Symposium of Bioinformatics and Bioengineer (BIBE) 2003, 328-335, 
Washington DC USA, March 2003. 
1. Latifur Khan, Feng Luo. “Ontology Construction for Information Selection”, Proc. of the 14th 
IEEE International Conference on Tools with Artificial Intelligence (ICTAI), 122-127, Crystal 
City USA, November 2002. 
Book Chapter  
2. Feng Luo, Pradip K. Srimani and Jizhong Zhou. “Application of Random Matrix to Analyze 
Biological Data”. in Handbook of Data Intensive Computing, Part 4, 711-732. Edited by Borko 
Furht, Armando Escalante, LexisNexis, Springer, New York, 2011. 



1. Feng Luo, Latifur Khan. “Data complexity in clustering analysis of gene microarray 
expression profiles”. in Complexity in Pattern Recognition Edited by Dr. Mitra Basu and Dr. Tin 
Kam Ho, Springer Verlag, 2006 
 
Sponsored Research 
Current (9) (>25M) 
“NRT-AI: Harnessing AI for Inverse Design Training in Advanced and Sustainable Composites 
(IDeAS Composites)”, NSF, PI: Srkanth Pilla, Co-PI: Gang LI, Feng Luo, Patrick Rosopa, 
Meihua Qian, $3,000,000, (2023.7-2028.07). 
“Virtual Sensor Reconstruction for offroad autonomous vehicle”, Virtual Prototyping of 
Autonomy-Enabled Ground Systems (VIPR-GS), PI: Feng Luo (33.34%), Co-PI: Venkat N. 
Krovi, Nianyi Li, $888,399, (2023.10-2025.10). 
“EFRC: Artificially Intelligent Manufacturing Paradigm for Composites (AIM for Composites),” 
Office of Science, DOE, PI: Srikanth Pilla, Co-PI: Gang Li, Feng Luo ($1,210,901), Michael 
Carbajales-Dale, Qiong Zhang, Zhen Li, $10,350,000, (2022.8-2026.7). 
“An Inverse Design Methodology to Fabricate Low-Cost Agile Tools for Manufacturing 
Lightweight Automotive Components,” DOE-Advanced Manufacturing Office, PI: Srikanth Pilla, 
Co-PI: Gang Li, Feng Luo ($898,430), Michael Carbajales-Dale, $5,160,000 ($4,000,000 from 
DOE + $1,160,000 from Industry) (2022.10-2025.12). 
“Redox Cycles of Novel High-Entropy Perovskite Oxides for Clean Fuel Production through 
Solar Thermochemical Water and Carbon Dioxide Splitting”, DOE, PI: Jianhua Tong, CO-PI: 
Feng Luo (25%), Kyle Brinkman, $750,000, (2022.10-2024.9). 
“Collaborative Research: SAI-R: Integrative Cyberinfrastructure for Enhancing and Accelerating 
Online Abuse Research”, NSF, PI: Long Cheng, Co-PI: Dawn Sarno, Matthew Costello, Feng 
Luo (20%), $375,000, 2022.05-2025.05. 
“Open-Autonomy Verification & Validation Framework”, Virtual Prototyping of Autonomy-
Enabled Ground Systems (VIPR-GS), PI: Venkat N. Krovi, Co-PI: Melissa Smith, Feng Luo 
(16.67%), Rahul Rai, Shyam Ranganathan, Yunyi Jia, $1,648,690, (2022.8-2024.8). 
 “MTM2: Drivers of functional redundancy across microbiomes”, NSF, PI: Barbara Campbell, 
Co-PI: Feng Luo ($515,730), Anna Seekatz, Sharon Bewick, Vidya Suseela, $2,500,000, 
(2020.10-2025.9). 
“ABI Innovation: Fast Algorithms and Tools for Single-Molecule Sequencing Reads”, NSF, PI: 
Feng Luo (40%), Co-PI: Zijun Wang, Pradip Srimani, $914,857, (2018.6-2023.5). 
Completed (19) (>9M) 
“MRI: Acquisition of a Cyberinstrument for AI-Enabled Computational Science & Engineering”, 
NSF, PI: Amy Apon; Co-PI: Feng Luo (10%), Kuang-Ching Wang, Mashrur Chowdhury, Dvora 
Perahia, $561,000, (2020.10-2023.9). 
“Deep Reinforcement Learning Approach to CPS Vehicle Re-envisioning”, Virtual Prototyping 
of Autonomy-Enabled Ground Systems (VIPR-GS), PI: Venkat N. Krovi, Co-PI: Melissa Smith, 
Umesh Vaidya, Phanindra Tallapragada, Feng Luo (20%), $1,035,000, (2020.7-2023.7). 



“Travel: NSF Student Travel Grant for 2021 IEEE International Conference on Bioinformatics 
and Biomedicine (BIBM)”, NSF, PI: Feng Luo, $20,000 (100%), (05/2021-04/2023). 
“Selection, molecular and genetic analysis of HLB tolerant/resistant variant citrus plants”, NIFA, 
PI: Feng Luo, Co-PI: Yongping Duan, Fred Gmitter, Marylou Polek, Zhanao Deng, Liliana M. 
Cano, Olufemi Alabi, $4,274,523 (Clemson $977,959 (100%)), (2017.1-2023.1). 
“RAPID: Cyber-Hostility and COVID-19”, NSF PI: Matthew Costello, Co-PI: Feng Luo 
(12.5%), Hongxin Hu, Long Cheng, Yin Yang, $199,996, (2020.6-2022.6). 
“Influenza host specific glycan motif identification through systems biology”, NIH, PI: Xiufeng 
Wan (University of Missouri), Co-PI: Feng Luo, $439,556 (Clemson $27,077 (100%)), (2020.2-
2022.1). 
“Deep Learning Convolutional Neural Network to aid in Subclassification and Diagnosis of 
Neoplastic and Inflammatory Skin Conditions Through Whole Slide Imaging”, Clemson 
University & Medical University of South Carolina Artificial Intelligence Pilot Project Initiative, 
PI: Jessica Forcucci (MUSC), Feng Luo, Co-PI:  Manuel Valdebran, Jihad Obeid, James 
Madory, Christopher Metts, Alan Snyder, John Plante (MUSC), $25,000 (Clemson $17,134 
(100%)), (2020.6-2021.6). 
“CU FELLOWS: Enabling Industry 4.0 to Advance Clemson Composites Center”, Clemson 
University, PI: Srikanth Pilla, Co-PI: Feng Luo, Ardalan Vahidi, Gang Li, $71,202, (2018.6-
2020.5). 
“Clemson Faculty SUCCEEDS: A pilot study to examine the metabolic and epigenetic responses 
to a novel prenatal care intervention”, Clemson University, PI: Liwei Chen, Co-PI: Feng Luo, 
Xiaoqian Sun, $60,000, (2017.7-2018.6). 
“Development of Spark Based Software for Kratos”, Kratos Technology and Training Solutions, 
PI: Feng Luo, $65,000, (2016.1-2017.12). 
“EAGER: Defending Against Visual Cyberbullying Attacks in Emerging Mobile Social 
Networks, NSF, PI: Hongxin Hu, Co-PI: Feng Luo (30%), Robin Kowalski, Joseph P. Mazer, 
$239,678, (2015.9-2018.8). 
“Understanding contributions of transcriptome and metabolome to autism risk: Identification of 
long noncoding RNA (lncRNA) and metabolome biomarkers and therapeutic targets for ASDs”, 
Self Regional Healthcare foundation, PI: Anand K. Srivastava, Co-PI: Alka Chaubbey, Tim 
Wood, Liangjiang Wang, Feng Luo, $595,830 (Feng Luo $115,744), (2014.7-2017.6) 
“Screening and Cloning of Resistance Related Genes by RNA-Seq in Huanglongbing (HLB)  
Resistant and Susceptible Citrus Breeding Lines”, Citrus Research and Development Foundation, 
Inc., PI: Yongping Duan, Co-PI: Eddie Wayne Stover, Feng Luo, $458,000 (Clemson $336,150 
(100%)), (2012.5-2015.4). 
“Development of Deep Learning Methods for Systems Biology”, Philip Morris International, PI: 
Feng Luo, $6,667 (100%), (2014.1-2015.6). 
“Herd Behavior and Contrarian Behavior in Social Media: Sentiment Analysis of Twitter Data”, 
Clemson University URGC, PI: Heshan Sun, Co-PI: Feng Luo, $9,980, (2014.1-2014.6). 



“Collaborative Research: G-SESAME Cloud: A Dynamically Scalable Collaboration 
Community for Biological Knowledge Discovery”, NSF, PI: Zijun Wang, Philip Yu; Co-PI: 
Feng Luo (20%), Pradip Srimani, Chinfu Chen, $ 545,355, (2010.7-2012.6). 
“Development of a Cotton Marker Database”, Cotton Incorporated, PI: Anna Blenda, Co-PI: 
Feng Luo, Albert Abbott, $105,000, (2010.1-2011.12). 
“Environmental Effects on the Growth or Survival of Stress-Adapted Escherichia Coli O157:H7 
and Salmonella spp. in Compost”, Center for Product Safety, UC-Davis, PI: Xiuping Jiang, Co-
PI: Feng Luo, Jinkyung Kim, $222,098 (2008.12-2009.11). 
“Determining the environmental factors contributing to the extended survival or regrowth of 
food-borne pathogens in composting systems”, Fresh Expression, PI: Xiuping Jiang, Co-PI: Feng 
Luo, Geoff Zehnder, $ 212,992, (2007.6-2008.5). 

Teaching    
Undergraduate courses: 
• CPSC 3600 Network and Network Programming 
• CPSC 2120 Data Structure and Algorithm 
• CPSC 4620 Database 
• CPSC 4810 Introduction of Programming Languages in Bioinformatics 
• CPSC 4820 Introduction to Artificial Intelligence 
 
Graduate Courses: 
• CPSC 8450 Bioinformatics algorithm 
• CPSC 8650 Data Mining 
• CPSC 8620 Database Systems 
• CPSC 8420 Machine Learning 
• CPSC 8470 Information Retrieval 
• CPSC 8430 Deep Learning 
 
Students and Postdocs Advising    
Research Asisstant Professor 
Pei Xu (2023-) 
 
Postdoc 
Zhijie Li (2023-) 
 
Graduate Students 
Mingqi Li (Ph.D. 2019-) 
Dan Zhang (Ph.D. 2019-) 
Xiaoyan Han (Ph.D. 2019-) 
Melanie Lambert (Ph.D. 2020-) 
Jingjing Wang (Ph.D. 2023-) 
Joey Binz (M.S. 2022-) 
Grayson Byrd (M.S. 2023-) 
 



Students and Postdocs Advised 

Postdocs 
Bo Wu, (2019-2022) 
Yunsheng Wang (2012-2018) 
Zhiming Wang (2013-2015) 
 
Graduate Students 
Yuehua Zhang (Ph.D. 2022) 
Fei Ding (Ph.D. 2022) 
Pengfei Xuan (Ph.D. 2016) 
Bo Li (Ph.D. 2011) 
Bradley Sanders (M.S. 2021-2022) 
Linxiong Liu (MS. 2016- 2018) 
Lu Zhang (M.S. 2013-2014) 
Guangyu Yang (M.S. 2011-2013) 
Yanyan Wang (M.S. 2011-2012) 
Aditya Sriram (M.S. 2010-2012) 
PengFei Xuan (M.S. 2009-2011) 
Subha Arulselvam (M.S., 2009)  
Manas Karekar (M.S., 2009)  
Abineshraj Rajagopal (M.S., 2009)  
Suryanarayana Anil Kumar (M.S., 2009) 
Ramu Muthuraman (M.S. 2009) 
Sonia P. Ramnani (M.S., 2008)  
Fang Wang (M.S. co-advisor with Dr. ChinFu Chen, 2008) 
 
Visiting Graduate Students 
Xumeng Li (2010) 
 
Undergraduate Students 
Steffen Dreesen (2020-2021) 
Martha Newton (2019-2020) 
Kevin Duan (2019) 
Nick Castro (2017) 
Wesley Knight (2017) 
Siyun Lyu (2017) 
Andrew Zhang (2016) 
Steven Nix (2016) 
Lillian Hislop (2013) 
 
High School Summer Interns 
Maz Tong (2021-2023) 
Ruijia Hu (2019-2020) 
Wyatt Dorris (2019) 
Jonathan Tong (2015-2016) 
Stone Holt (2014) 



Jonathan Lowe (2013) 
Alexander Duvall (2013) 
Michael Lu (2011) 
Michael Hang (2010) 
Joshua Cater (2009) 
 
University Services  
Department Committees 

• Student Award Committee (2007-2008, 2009-2010) 
• Graduate Affairs Committee (2008-2009, 2011-2014) 
• Graduate Recruiting Committee (2010-2011) 
• Equipment Committee (2015-2017) 
• Director’s Advisory Committee (2017, 2020-2022) 
• Faculty Search Committee (2016-2017), 2021(Chair) 
• Interim Director Search Committee Chair (2017) 
• CS Division TPR Committee (2018-), Chair (2019-2020) 

 
College Committee  

• College Bylaw Committee (2019) 
 
University Committees 

• Clemson University Computational Advisory Team (CU-CAT) (2015-2018) 
• Faculty Alternative Senator (2019-2020) 
• Faculty Senator (2020-2023) 
 

Professional Services: 
• Conference Co-Chair 

o 19th IEEE International Conference on Machine Learning and Application 
(ICMLA) 2020 

• Program Co-chair:  
o 16th IEEE International Conference on Machine Learning and Application 

(ICMLA) 2017 
o IEEE International Conference on Bioinformatics and Biomedicine (BIBM) 2021 
o The 21st Asia Pacific Bioinformatics Conference (APBC) 2023 

• Award Co-chair:  
o IEEE International Conference on Bioinformatics and Biomedicine (BIBM) 2008. 

• Workshop Co-chair:  
o IEEE International Conference on Bioinformatics and Biomedicine (BIBM) 2014 
o IEEE BigData 2015 

• Poster Co-chair:  
o IEEE BigData 2017 

• Program committee member:  
o IEEE BigData (2017-2022) 



o IEEE International Conference on Tools with Artificial Intelligence (ICTAI) 
(2011-2016) 

o IEEE International Conference on Machine Learning and Application (ICMLA) 
(2007-2022) 

o IEEE International Conference on Bioinformatics and Biomedicine (BIBM) 
(2008-2022) 

o International Conference on Database and Expert Systems (DEXA) 2006. 
• Editorial: 

o Associate Editor 
 BMC Bioinformatics (2019-) 
 BMC Systems Biology (2017-2019) 

• Reviewer for funding agencies:  
o Biotechnology and Biological Sciences Research Council (UK), 2007 
o NSF, 2009, 2012, 2017, 2018, 2019, 2020, 2021, 2022 
o AFOSR, 2012 

 
Honors and Awards: 

• TexTC Scholarship, the University of Texas at Dallas, 2002-2003. 
• Travel Fellowship, ISMB 2005.  
• First place in “Intra-Species Protein Phosphorylation Prediction” of the sbv IMPROVER 

Species Translation Challenge organized by IBM Research and Philip Morris 
International (PMI) R&D, 2014. 

• Clemson University Research, Scholarship and Artistic Achievement Award, 2022. 
• Best Paper Award, Autonomy, Artificial Intelligence & Robotics Technical Session, 

2023 Ground Vehicle Systems Engineering Technology Symposium (GVSETS). 
 

Professional Society Memberships: 
• Institute of Electrical and Electronics Engineers (IEEE), Senior member 
• Association for Computing Machinery (ACM) 
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